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SEQUENCE LISTING 

<110> Lovatt, Archibald 
Doherty, Iain 
Smith, Kenneth Thomas 

<120> REVERSE TRANSCRIPTASE ASSAY 



<130> CKFW-POl-003 

<140> US 10/089,895 
<141> 2000-10-09 

<150> GB 9923846.1 
<151> 1999-10-09 

<160> 9 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 

<400> 1 

ccggctctca tcctgatca 

<210> 2 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 
<400> 2 

tcttggttta tttagccatg gtttaa 

<210> 3 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 3 

ccctatatcc ttacgtggca agatttg 




<210> 4 
<211> 25 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> forward primer 

<400> 4 

tcttgagtta gaccacaacg ttcct 

<210> 5 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse primer 
<400> 5 

tgcgcttgtc tctgtgtgag a 

<210> 6 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> labeled probe 
<220> 

<221> misc_feature 
<222> 1 

<223> FAM is positioned at the 5» end 
<220> 

<221> misc_feature 
<222> 24 

<223> TAMRA is positioned at the 3' end 
<400> 6 

tctgctcgag gagagccctg ttcc 

<210> 7 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward primer 
<400> 7 

ggctgctcgc ggatacc 

<210> 8 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> reverse primer 
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<400> 8 

aacttgcgtt ctcgagcgat 

<210> 9 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> labeled probe 
<220> 

<221> misc_f eature 
<222> 1 

<223> FAM is positioned at the 5' end 
<220> 

<221> misc_feature 
<222> 23 

<223> TAMRA is positioned at the 3' end 



<400> 9 

acctcgggtt tccgtcttgc teg 



23 



